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POLYGENIC INHERITANCE
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o i . il oY Quantitative inheritance il &1 Glhal aus
* Gives rise to continuous variation in a phenotype. JS s Gy LSl 55 ()5S bl ol b AS L) il S
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> skin colour in humans <= (Oculocutaneous albinism) OCAZ () gca 5
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Human Skin Colour Wheat kernel colour

e Other examples:
> obesity

> eye colour
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Polygenic Inheritance -els of multifactorial inheritance: polyg-

m (1) Polygenic or Multigenic: inheritance of human height

= The distribution of pOIygemC traits th rough the m If only one gene with two alleles (A, a) determines §
population follows a bell-shaped (normal) curve height, there are three possible genotypes. H H
12 m If two genes with two alleles each (A, a, B, b) T G
nd contribute in a similar way, nine genotypes o "
S 14 are possible. g
E 12 - > We assume that all dominant alleles contribute the £
3 10 - same, and it is the number what matters. ; M H H I—I
g 08 L > A person would have 0, 1, 2, 3, 4 tall alleles (A or B) T
& o6 B » The majority of the population will be of average e Gﬁai'fp e
% height, with two dominant alleles. B Shon T
o 04 -
02 - m If many genes contribute to human height, many :,j
o ! L phenotypes are possible and the distribution looks 5
50 55 60 65 70 75 80 85 like a bell-shaped curve. g H_hm
Phenotype (height in inches) > Each individual gene follows mendelian inheritance. “— —
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Differences in genetic background inherited from parents

MZ-pairs DZ-pairs

Both inherit 100% Both inherit approximatel
similar genes 50% similar genes

Always of the same sex Same or different sex
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